Lost in translation: Mutating the ribosome active site in vitro
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und & Methods

Ribosome engineering will enable the synthesis of In vitro iSAT assay for mutant ribosomes’ translation activity
sequence defined polymers

Despite the highly conserved nature of the ribosome’s PTC active site, there still exists a range of , ,
mutational flexibility for a variety of bases at each nucleotide position. Furthermore, nucleotide 025 05 075 1
conservation explains only a minor fraction of the observed variation in mutational flexibility. Shannon Entropy
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TET0 PTC nucleotides critical to translation reside in a pocket adjacent to the  Nucleotide changes from C to A/G and G to C have the lowest activity.
r-'p:o;ains exit tunnel, while mutationally flexible ones surround the exit tunnel. ~ While changes from G to A, C/A/G to U exhibit the highest activity.

Support & Funding

Summary & Conclusions

Despite the high conservation of the ribosome’s PTC, there is still incredible plasticity within its catalytic core. P ACKNOWLEDGEMENTS:
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Basic science studies of the ribosome’s PTC may provide insights into engineering the active site.
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